Error bars indicate mean ± s.e.m. **** P < 0.0001, ** P < 0.01; two-way ANOVA. Supplementary Table 1 Band densitometry results and overall genotype for all seven mice shown in Supplementary Fig. 2 . Hemi = hemizygous; Hom = homozygous. The position of each ROI is shown in Supplementary Fig. 3 . For each muscle, ROI location was identical for the DsRed and GFP channels. To calculate DsRed/GFP fluorescence ratios, the mean fluorescence was divided by the image exposure time in seconds, followed by subtraction of the background fluorescence and division of the corrected DsRed fluorescence by the corrected GFP fluorescence. Supplementary Note 1 TR sequence with HSA promoter/enhancer (between the Cla I -Not I sites) and the ATP2A1 minigene (between the Bam HI sites) (see Fig. 1a ). The Bgl II -Sph I fragment comprising the transgene = 5.316 kb.
